The identification of pathogenic rickettsial agents has expanded over the last two decades. In North America, the majority of human cases are caused by tick-borne rickettsioses but rickettsiae transmitted by lice, fleas, mites and other arthropods are also responsible for clinical disease. Symptoms are generally nonspecific or mimic other infectious diseases; therefore, diagnosis and treatment may be delayed. While infection with most rickettsioses is relatively mild, delayed diagnosis and treatment may lead to increased morbidity and mortality. This review will discuss the ecology, epidemiology and public health importance of suspected and confirmed vector-transmitted Rickettsia species of North America associated with human diseases.
Introduction
Rickettsia (Order: Rickettsiales, Family: Rickettsiaceae) are Gram-negative, obligate, intracellular alphabacteria; more than 30 species and subspecies are reported worldwide and more than half are confirmed or suspected human pathogens [1] . Over the past two decades, identification of rickettsial agents pathogenic to humans and/or animals has greatly expanded [2, 3] . Typically, rickettsiae are transmitted to vertebrate hosts via a hematophagous arthropod vector such as ticks, fleas, or mites. Rickettsiae are transmitted by the arthropod vector either directly through an infectious bite or via inoculation of infectious fecal material [4] . Once in the bloodstream of a vertebrate host, rickettsiae invade endothelial cells of the vasculature ultimately leading to detachment and death of the infected cells [5] . Rickettsiae will subsequently invade new endothelial cells and can be ingested by a hematophagous arthropod during a blood meal. Once inside the arthropod, rickettsiae will infect and replicate within the epithelial cells lining the midgut, circulate in the hemolymph [6] and may invade the ovaries, salivary glands and other tissues [7, 8] . Many rickettsiae are maintained in the arthropod vector by transovarial (female-to-progeny) and/or transstadial (one life stage to the next) transmission [8] . Possible mechanisms utilized by some rickettsial species as a way to infect naïve arthropod vectors while feeding on a non-rickettsemic host include co-feeding and sexual transmission routes [9, 10] . presentation described in 2005 from Argentina was confirmed as R. massiliae by PCR testing of the eschar biopsy [33] . The eschar presentation and geographic overlap of R. massiliae and Rickettsia conorii (etiologic agent of Mediterranean spotted fever) may result in the underdiagnosis and underreporting of R. massiliae infections.
Multiple genotypes of R. massiliae have been detected in several species of the Rhipicephalus spp. complex from Europe [34] , Africa [35] and the United States [36] [37] [38] . Rhipicephalus sanguineus-the brown dog tick-is distributed throughout the world due to its anthropophilic nature and its affinity for feeding on domestic dogs. Generally, R. sanguineus has low affinity for humans but in high infestations and with the proper climatic conditions, immature stages of R. sanguineus can exhibit increased biting rates of humans [39] . Rickettsia massiliae strain AZT80 has been isolated from R. sanguineus ticks in Arizona, California and Virginia [36] [37] [38] . Phylogenetics, using multiple loci, showed that these North American isolates shared the most sequence identity with the Bar29 strain-with unconfirmed pathogenicity-isolated from Spain [38] . While no human cases have been reported from North America, the confirmed case reported from Argentina highlights the potential for broader geographic distribution of this potentially disease-causing pathogen in the Americas where the pathogen and primary vector, R. sanguineus, are found. In some urban areas, infestations of R. sanguineus are high and canine sickness from R. massiliae may be present [37] .
Rickettsia montanensis
Rickettsia montanensis was implicated as the etiologic agent in a single rickettsiosis case in 2011 from Georgia [40] . The juvenile patient developed a nonpuritic, bilateral rash on the lower body-including a maculopapular rash on the soles-four days after a tick was removed. The patient further developed headache and nausea symptoms. The removed tick identified as Dermacentor variabilis was PCR positive for R. montanensis [40] . Despite supportive clinical data, this patient did not meet the national surveillance case definition for infection with spotted fever group rickettsia, due to lack of fever. However, the patient did meet the laboratory criteria for confirmed diagnosis [40, 41] . Infection studies show that dogs remain healthy when exposed to R. montanensis via intradermal inoculation [42] or natural exposure to infected ticks [43] . While R. montanensis generally is regarded as non-pathogenic, the human case suggests potential pathogenicity.
Tick surveillance in Georgia detected R. montanensis in D. variabilis and A. americanum. Moreover, a survey of ticks found attached to Georgia residents demonstrated 10% of D. variabilis and 0.4% of A. americanum were PCR positive for R. montanensis [14] . Surveys of questing ticks of both species in other parts of the eastern United States identified infection prevalence ranging from 2% to 10% in D. variabilis and 0% to 0.4% in A. americanum [22, 23, 44] . Surveillance in areas with sympatric D. variabilis and A. americanum have found that D. variabilis generally has a higher infection prevalence of R. montanensis [45] [46] [47] and is often the lone species of Rickettsia detected. Modeling based on distribution of R. montanensis-positive D. variabilis collected off United States military personnel suggest that the highest probability of human infection occurs in the upper Midwest and mid-Atlantic United States [48] .
Rickettsia parkeri
Rickettsia parkeri was first isolated in 1937 from an Amblyomma maculatum tick collected in Texas, and in a guinea pig animal model, R. parkeri caused disease [49] . It was generally regarded as non-pathogenic to humans until it was associated with human disease in 2002 [50] . The index patient from Virginia presented with fever, headache, malaise, myalgia and arthralgia, multiple eschars and later developed a nonpruritic, erythematous maculopapular rash on the body, palms and soles. The patient was exposed to ticks frequently through contact with domestic pets but did not recall a specific tick bite. Bacterial cells were observed in the immunohistochemical evaluation of the eschar skin biopsy. DNA sequences derived from the eschar biopsy (culture and PCR) yielded a genetic match to R. parkeri [50] . In 2006, a second documented human case was reported from a patient who had returned from Virginia, presenting with fever, malaise, rash and eschar at the site of a previously-attached tick [51] . Rickettsia parkeri was isolated in cell culture from a biopsy of the eschar. Confirmed cases have since been reported from Arizona, Georgia, Kentucky, Maryland, Mississippi, South Carolina, Texas and Virginia [52] [53] [54] [55] .
In the United States, R. parkeri is most commonly detected in A. maculatum ticks. Amblyomma maculatum is found throughout the Americas. In North America, its range is as far south as Costa Rica and northward into the southeastern region of the United States. Rickettsia parkeri has been detected in A. maculatum ticks from Florida, Georgia, Kentucky, Mississippi, North Carolina, Oklahoma, South Carolina, Tennessee and Virginia [22, 44, [56] [57] [58] [59] with infection prevalence typically around 15%. Particularly high rates of R. parkeri infection (42-56%) in questing adult A. maculatum were detected in southeastern Virginia [22] . One confirmed and one probable case of R. parkeri rickettsiosis were acquired in southern Arizona and were likely vectored by Amblyomma triste ticks [60] ; three ticks associated with this case cluster were PCR positive for R. parkeri [54] .
Domestic dogs do not appear to exhibit clinical symptoms when infected with R. parkeri; it is unknown if they become rickettsemic [61] . In a study of shelter dogs in southern Louisiana, 13% of dogs were PCR positive for R. parkeri, although blood cultures were negative or unsuccessful [61] . Less than 25% of wild caught small mammals and northern bobwhite quail (Colinus virginianus) showed serological evidence of exposure to R. parkeri [62] . Laboratory investigations examining the infectivity of R. parkeri to cotton rats and northern bobwhite quail, vertebrate hosts for larval and nymphal stages of A. maculatum, show that infection is cleared quickly from both vertebrate species; therefore, they are not likely reservoirs [63] because the duration of rickettsemia is not long enough for a tick to acquire infection. Field-caught A. americanum, D. variabilis, R. sanguineus and Haemaphysalis leporispalustris have on occasion also tested positive for R. parkeri and transstadial and transovarial transmission of R. parkeri were demonstrated in A. americanum in laboratory studies [64, 65] . However, these tick species are not typically associated with transmission of this pathogen [65, 66] .
Rickettsia philipii
Rickettsia philipii (prototype strain 364D) was originally isolated in 1966 from Dermacentor occidentalis collected in Ventura County, California [67] . Isolates originating from D. occidentalis collected in Humboldt and Monterey counties, California, were similar to the 364D prototype strain and could produce clinical manifestations in guinea pig models and in chick embryo infection studies [68] . Rickettsia philipii was demonstrated to cause human disease in 2008 with an initial human case reported in rural northern California [69] . The elderly patient was afebrile and the only clinical manifestation was an eschar with swelling and erythema. Molecular diagnostic testing of the eschar fixed tissue biopsy was identical to strain 364D. The patient did not recall tick bite. Since the patient reported no travel history, environmental tick surveillance around the residence was conducted and 16% of D. occidentalis ticks were positive for R. philipii [69] . Pacific Coast tick fever (PCTF), the disease associated with R. philipii infection, has since been reported in 14 patients from California [69] [70] [71] . Three patients were aware of tick bites prior to illness onset. While four patients required hospitalization, clinical manifestations are characterized primarily by eschar, fever, headache and lymphadenopathy, with rash being uncommon [70] . The majority of these cases have occurred in northern California with a single case reported from southern California [71] .
Rickettsia philipii has been detected in D. occidentalis ticks only [68] . This tick species is distributed throughout California and into southern Oregon and northern Baja California, Mexico [72] . Dermacentor occidentalis ticks have tested positive from 15 California counties, with average statewide infection prevalence of 2% in adults, 0.9% in nymphs and a minimum infection prevalence of 0.4% in larval pools [71] . Tick surveillance results of R. philipii in D. occidentalis collected from five southern California counties indicated higher prevalence in this region, with an average infection of 7% [73, 74] . Acarological and epidemiological surveillance lends evidence towards nymphal D. occidentalis as the primary vector of R. philipii to humans, with infections most commonly occurring during summer months, the time of year this tick stage is most active [71] .
Rickettsia rickettsii
Rickettsia rickettsii, the causative agent of Rocky Mountain spotted fever (RMSF), is found in ticks from southern Canada into parts of northern South America and is the predominant tick-borne rickettsiosis in North America. There is limited epidemiologic understanding of RMSF in Canada because it has not been a reportable disease in the country since 1978 (http://diseases.canada.ca/ notifiable/diseases-list). The disease has been nationally notifiable in the United States since 1920, with most cases reported from south Atlantic (North Carolina) and south-central states (Arkansas, Missouri, Oklahoma and Tennessee) (https://www.cdc.gov/otherspottedfever/stats/index.html). RMSF is a notifiable disease in Mexico as well, with epidemics in the past decade concentrated along the United States-Mexico border region [75] .
Classic clinical manifestations of RMSF disease consist of fever, headache and a characteristic petechial rash which develops approximately a week into illness and often involves the palms and soles [12] . The case fatality rate in the 1930s was 24%, decreasing to 3% after the discovery and widespread use of antibiotics (1940s) and by 2007 was only 0.3% [76] . The virulence of a given R. rickettsii strain can be influenced by abiotic (ambient temperature) and biotic (geographic strain, host factors, feeding status of tick) factors [12] , including possible blockage of transovarial infection and transmission interference by Rickettsia peacockii [8, 77, 78] . Human populations at highest risk for fatal infection include the young, elderly, immunosuppressed and Native American Indians [76] . Dogs are susceptible to infection with R. rickettsii and often exhibit symptoms of anorexia, lethargy and petechiae in the oral membranes [42] . While dogs are vertebrate reservoirs of R. rickettsii, the level of infectivity for the tick vector is low, indicating that dogs may be more involved in increasing the tick-human encounter rate than amplifying the infection [79] .
Historically, the principal tick vectors of R. rickettsii were Dermacentor spp. with D. variabilis in eastern and central United States and Dermacentor andersoni in western states. A field investigation following a 2003-2004 outbreak in eastern Arizona, in which 11 confirmed (2 fatal) and five probable human infections were identified, implicated R. sanguineus as a vector of RMSF [80] . All ticks collected were R. sanguineus, with 3% of ticks collected in the environment and a single tick collected off a patient's dog testing positive by PCR and culture. This tick species is implicated as a key vector in the desert southwestern United States, Mexico and South America [12] . Amblyomma americanum may also transmit R. rickettsii but its role as a vector in North America is likely minor [81] . In Mexico, A. cajenennse, A. maculatum, A. americanum and Dermacentor nitens have also tested positive for R. rickettsii [31] ; however, the role of these other species in transmission of RMSF is unknown.
Flea-Borne Rickettsiae (in Alphabetical Order)

Rickettsia felis
Rickettsia felis, the etiologic agent of flea-borne spotted fever, was first suspected to be a human pathogen in 1991 after its detection in the blood of a Texas patient diagnosed with murine typhus [82] . Rickettsia felis appears to share the same suburban transmission cycle as Rickettsia typhi with the cat flea, Ctenocephalides felis, serving as the primary vector and domestic animals and urban wildlife as potential reservoir hosts. Ctenocephalides felis in California and Oklahoma have been shown to be co-infected with both agents, though R. felis infection prevalence is generally higher [83, 84] . Additionally, Noden et al. [85] demonstrated that C. felis naturally infected with R. felis could acquire and maintain R. typhi infections under experimental conditions. Dual infections were found in 13-50% of examined fleas. It is suspected that C. felis acquire the organism by feeding on a R. felis infected host, such as a cat or opossum but this step of the transmission cycle has yet to be confirmed. Cat fleas are able to maintain the infection through at least 12 generations without feeding on another rickettsemic host [86] , suggesting that transmission among C. felis could be through co-feeding [87] or mating [9] .
Since 1991, R. felis has been identified in the blood or skin biopsy of six patients residing in Yucatán, Mexico [88] [89] [90] but has not been reported in a patient in the United States since the initial finding. Diagnoses have been based only on molecular or serologic detection methods [91] [92] [93] and due to the lack of an isolate or culture from a clinical specimen, uncertainties have arisen regarding the pathogenicity of this organism. Vertical transmission of R. felis in a non-hematophagous insect species-book lice (Liposcelis bostrychophila)-as well as the presence of R. felis DNA in a wide variety of arthropods further suggests that this organism is non-pathogenic and likely serves as an endosymbiont similar to Wolbachia [91, 92] .
Rickettsia typhi
Outside of the contiguous United States, R. typhi is endemic in port cities and urban centers where large populations of commensal rodents are concentrated [94] . Rickettsia typhi, the causative agent of endemic typhus, is maintained in these locations in a rat-flea-rat cycle involving two rat species, Rattus rattus and Rattus norvegicus and the Oriental rat flea, Xenopsylla cheopis. Between 1916 and 1945, 394 human cases of typhus, including 21 deaths, were reported in southern California resulting in an intense public health intervention campaign in the 1920s to remove rodents in the city of Los Angeles [95] . Though sporadic cases did occur, a decline in the number of cases in the county was attributed to the removal of rats. In the 1950s, however, there was a shift in the distribution of the disease as cases were located in the foothill and suburban areas and not the highly urban centers [96] . Field investigations conducted in suburban neighborhoods around patient residences failed to recover serologically-positive rodents, suggesting the likely involvement of a different arthropod vector and reservoir host. In the same study, 8 (11%) of 75 opossums-Didelphis virginianus-were seroreactive to R. typhi antigens and the organism was isolated from the spleen of one of the seropositive opossums. Additionally, opossums were heavily infested with C. felis, though R. typhi was not detected in any ectoparasites [96] . Similar findings were reported in southern Texas in 1970 with anecdotal evidence that 10 (36%) of 28 murine typhus cases the previous year were likely acquired after contact with cats and/or C. felis [97] . One case-patient's cat was seroreactive to R. typhi antigen leading to the proposed novel suburban transmission cycle involving cat fleas and cats/opossums. It is now known that murine typhus occurs in distinct urban and suburban cycles.
The majority of human cases reported today in southern California and Texas in the United States, as well as parts of Mexico, are associated with contact with C. felis and their hosts, i.e., domestic animals and urban wildlife [92, 98, 99] . Between 2003 and 2013, there were over 2000 human cases reported in Texas and California [100] , (https://www.cdph.ca.gov/Programs/CID/DCDC/ CDPH%20Document%20Library/Flea-borneTyphusCaseCounts.pdf). Reasons for the geographic concentration of cases in these areas remain unclear as the vector and reservoir hosts are relatively ubiquitous. Murine typhus is not a nationally notifiable disease in the United States and one likely factor may be underdiagnoses/misdiagnoses in non-endemic regions [101] . A study conducted in Mexico City, Mexico, demonstrated a 15% (207 of 1382 individuals tested) seroprevalence of R. typhi in healthy adult blood donors, suggesting contact with R. typhi vectors and reservoir hosts may be relatively common in portions of North America [102] . Additionally, 7% (6/90) of Norway rats, R. norvegicus, trapped in an urban setting in Maryland were shown to harbor R. typhi antibodies, providing further evidence that the potential for infection is possibly more widespread than reported [103] .
Like other flea-borne rickettsiae, humans become infected with R. typhi through the infectious bite of a flea or through scarification of infectious flea fecal material [104] . The prevalence of R. typhi in fleas in North America varies greatly: 0-2% of C. felis in California [82, 105, 106] , 0-7% of C. felis in Texas [99, 107, 108] and 2% of X. cheopis in Hawaii [109] . Though X. cheopis and C. felis are the presumed vectors in urban and suburban areas, respectively, R. typhi DNA has been detected in a variety of other arthropods including other flea species, lice and ticks [83, [110] [111] [112] . However, experimental studies are needed to elucidate the role these other vectors might play in the transmission of this disease.
Louse-Borne Rickettsia
Rickettsia prowazekii
Outbreaks of Rickettsia prowazekii, the agent of epidemic typhus, are usually only observed in individuals living in crowded and unhygienic conditions [113, 114] . Rickettsia prowazekii is transmitted to humans, the primary reservoir, by the body louse Pediculus humanus humanus. Transmission occurs by inoculation of infectious P. humanus humanus fecal material into the bite site, conjunctivae, or mucous membranes [113] . Rickettsia prowazekii is lethal to the louse, commonly killing the insect within two weeks after acquisition of an infected blood meal, due to damage of midgut epithelial cells [115] . Since R. prowazekii is not passaged transovarially, P. humanus humanus must feed on an infected host and infect a naïve host to continue the transmission cycle [114] . People infected with R. prowazekii often develop a very high fever; the increase in body temperature causes the louse to seek a new host, thus aiding in transmission of the pathogen [114] . In addition to high fever, most patients present with non-specific clinical symptoms including malaise and rash. Some individuals may develop more severe manifestations including seizures, confusion and coma [114] . If untreated, disease fatality ranges from 13% to 30% [114] . For individuals that do not receive treatment but survive, some exhibit post-infection reactivation, i.e., Brill-Zinsser disease, months or years later, typically with milder symptoms than the original infection. These individuals may also serve as sources for new outbreaks.
Though rare, most cases of R. prowazekii reported in North America are not associated with lice but rather contact with the southern flying squirrel, Glaucomys volans [116] [117] [118] . The exact mode of transmission for this form of the disease, known more commonly as sylvatic epidemic typhus, is unknown, but one-third of patients report direct or indirect interaction with flying squirrels [118] . As flying squirrel ectoparasites may be highly host-specific, it is more likely transmission occurs through inhalation or mucosal contact with infectious arthropod feces present in the nesting material rather than through the bite of an infected arthropod [118] . Association with flying squirrels or lice could not be established for one reported case in an individual from New Mexico with no travel history to the eastern United States, the known range of the southern flying squirrel [119] . Although unconfirmed, it has been suggested that additional arthropods, such as Amblyomma spp. ticks, may serve as vectors of R. prowazekii [120] .
Mite-Borne Rickettsiae
Rickettsia akari
Rickettsialpox, the disease caused by infection with Rickettsia akari, is transmitted to humans by the bite of the house mouse mite, Liponyssoides sanguineus [121] . First described in New York City in 1946, 100 to 200 cases were reported each year in the United States during the 1940s and 1950s, with poor housing conditions promoting house mite infestations and thus rickettsialpox outbreaks in large metropolitan areas [121] . An eschar may form at the site of inoculation and febrile symptoms, along with fatigue, myalgia, sweats and chills, often develop within a week of an infectious bite [121] . In the 1950s, control measures were implemented for the house mouse (Mus musculus)-the primary host of the mite-and this resulted in a decline in cases. While M. musculus generally serves as the vertebrate reservoir, sylvatic and commensal rodents in Orange County, California and domestic dogs in New York City have been shown to be serologically positive for R. akari [122, 123] suggesting L. sanguineus may feed on a broader host range than previously thought [124] .
Between 1989 and 2000, a median of one confirmed case was reported annually in New York City [125] . Though outbreaks have been recorded recently in parts of the United States and Mexico [125, 126] , case counts likely do not reflect the true disease incidence. Sporadic cases may be misdiagnosed in areas where the disease is unfamiliar to physicians or is not endemic [127] . Additionally, individuals that have frequent contact with commensal rodents and their ectoparasites, such as the homeless and intravenous drug users (IDUs), may be less likely to receive medical care and thereby go undiagnosed. Studies conducted in New York City and Baltimore, Maryland found that IDUs were at increased risk for R. akari infection; 9% (18/204) and 16% (102/631) of users were seroreactive to R. akari, respectively [128, 129] . A similar seroprevalence, 8% (25/299), was found in individuals that visited a free clinic on 'Skid Row' in downtown Los Angeles, California [123] . Those that are economically disadvantaged, the urban poor, are potentially at greatest risk for acquiring this disease [130] .
Conclusions
Identification and accurate diagnosis of rickettsial infections can be challenging. Phylogenetic relationships between and within biotypes are unresolved and add to the complexity of determining transmission cycles, vertebrate hosts, deducing pathogenicity based on relatedness, and basic development of diagnostic testing protocols [131] . Cross-reactivity has been reported among spotted fever and typhus group rickettsiae and antibody tests demonstrate prior exposure and not active infection [132] . Confirmatory diagnosis requires an acute and convalescent serum sample, ideally 14 or more days apart, to confirm an illness is due to a rickettsiosis [4] . To accurately identify the Rickettsia species, cross-adsorption assays using two or more antigens are necessary but these types of tests are expensive and time-consuming [132] . Though molecular methods and culture are the preferred method for diagnosis, they also have drawbacks. As isolation of organisms from clinical specimens must be conducted in a biosafety level 3 laboratory (BSL-3) [132] , the number of hospitals and laboratories able to perform such work is limited. In addition, collection of clinical specimens, such as whole blood, eschar biopsy, or eschar/skin swab, must be initiated prior to antibiotic treatment. As discussed by Labruna and Walker [91] , the sensitivity of the PCR assay using whole blood depends upon the number of rickettsiae circulating in the bloodstream-the lower the magnitude of vasculitic lesions, the more likely false negatives will be reported. As such, highly pathogenic rickettsiae, such as R. conorii (Mediterranean spotted fever) and R. rickettsii (RMSF), often go undetected in blood samples unless in a fatal case. The presence of DNA in clinical samples and ectoparasites does not verify viability or infectivity of the organism. The culture of live organisms, however, is imperative for demonstration of pathogenicity and transmissibility, characterization of novel rickettsiae and development of diagnostic tools [132] .
The number of rickettsiae detected in North America appears to be increasing yearly but whether these new or Candidatus species are pathogenic to humans remains unknown. Candidatus Rickettsia andeanae has been found in A. maculatum in Kansas, Mississippi, Oklahoma, Tennessee and Virginia in the United States [22, 59, [133] [134] [135] and in Ontario, Canada [136] . As Ca. R. andeanae has been isolated from A. maculatum embryonic cells [137] , it is likely this organism is passaged transovarially and serves as an endosymbiont of the Gulf Coast tick. Paddock et al. [133] suggest that infection with Ca. R. andeanae excludes infection with R. parkeri similar to what occurs between R. peacockii and R. rickettsii infection in D. andersoni [138, 139] . Unsuccessful attempts to culture R. peacockii have eluded the cause of transmission interference observed between R. peacockii and R. rickettsii [138] , which could be due to R. peacockii outcompeting R. rickettsii within the tick tissues, or could be an effect of tick population dynamics whereby R. rickettsii-infected ticks exhibit increased mortality and reduced fecundity relative to R. peacockii-infected ticks [139] . Mounting evidence supports rickettsial competition and exclusion within the tick tissues (primarily ovaries) as the driver for transmission interference [139] . Preliminary research on D. andersoni from North America shows that simultaneous infection with the endosymbiont Rickettsia bellii is negatively correlated to Anaplasma marginale (etiological agent of anaplasmosis) acquisition [140] . Additionally, Rickettsia rhipicephali may serve as a protective endosymbiont to Dermacentor spp. by altering the molecular expression of oocytes to prevent infection with a secondary rickettsiae such as seen experimentally for R. montanensis [141] , or by eliciting a cross-protective immune response such as seen for R. rickettsii [142] . Rickettsia peacockii, R. bellii and R. rhipicephali as well as other rickettsial endosymbionts have been reported in ticks from the United States [71, 138, 140, 143, 144] . Two flea-associated rickettsial species-Candidatus Rickettsia senegalensis and/or Rickettsia asembonensis-have also been reported in fleas and ticks in the United States and Costa Rica [84, 99, 105, 145] but their role in transmission dynamics is still unknown.
As vectors, such as ticks and fleas, expand into new geographic regions, the number of rickettsial infections and other arthropod-borne diseases reported annually from North America is likely to increase [28] . For example, the increased incidence of spotted fever group rickettsiosis cases in the United States appears associated with the expanding distribution of the Lone Star tick, A. americanum [25, 28] . Importation of invasive arthropods [60, 146] is also of great concern due to the potential introduction and establishment of novel zoonotic pathogens. Due to ecological, biological, and behavioral factors promoting contact between humans and disease-carrying arthropods, it is important to continue researching, documenting, and monitoring vector-borne rickettsioses throughout North America.
